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Calcium binding Sites and color correlation with the TerD tree
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weak or none black
opT_BuboB_010100021861_Bubo_167588009 LE-RFEEI-Q 167588009 bacteria>proteobacteria>betaproteobac
opT_PSYCIT7_23760_Psyr_330954328 LE-DGYGV-N 330954328 bacteria>proteobacteria>gammaproteoba
xxT_Psyrpa2_010100025174_Psyr_289650998 LE-DGYGV-K 289650998 bacteria>proteobacteria>gammaproteoba
op2_terA_Ecol_157412082 ---YQDES-D 157412082 bacteria>proteobacteria>gammaproteoba
op2_terE_Drad_15807661 FD-ADDTV-S 15807661 bacteria>deinococci
op2_SUS17_2679_Ssp._332187476 WA-REDDG-S 332187476 bacteria>proteobacteria>alphaproteoba
opx_SSAG_02496_Ssp._254382838 WTITDDKD-L 254382838 bacteria>actinobacteria
opx_DR_2223_Drad_15807215 VT-EEDQK-T 15807215 bacteria>deinococci
opx_SAV_5807_Save_29832350 WTLTEDKD-L 29832350 bacteria>actinobacteria
opx_SSHG_01406_Salb_291451113 WTLTDDKD-D 291451113 bacteria>actinobacteria
opx_RER_05930_Rery_226304082 WDPHGDRE-Q 226304082 bacteria>actinobacteria
opx_VspiD_010100023840_Vspi_171914265 VP-DTDTQ-Q 171914265 bacteria>chlamydiae/verrucomicrobia
opx_nfa55590_Nfar_54027533 AE-APD-E-R 54027533 bacteria>actinobacteria
opx_54027534_2_5402_54027534_2 LT-APDGA-V 54027534 bacteria>actinobacteria
opx_PSYCIT7_23800_Psyr_330954336 YS--DDEA-N 330954336 bacteria>proteobacteria>gammaproteoba
opx_262204568_2_2622_262204568_2 VG-PADV--R 262204568 bacteria>actinobacteria
opx_Bcep18194_B0273_Burk_78061125 YA--EDTA-A 78061125 bacteria>proteobacteria>betaproteobac
Eub_NAEGRDRAFT_49954_Ngru_290986324 WNL-FDDQCH 290986324 eukaryota>heterolobosea
EC2_290996652_2_2909_290996652_2 WQSDYTDLRK 290996652 eukaryota>heterolobosea
Exx_TGGT1_004440_Tgon_221483236 YD--EDSN-Q 221483236 eukaryota>alveolata>apicomplexa
Exx_TGME49_095420_Tgon_237844387 FV--DDKT-R 237844387 eukaryota>alveolata>apicomplexa
Exx_NEMVEDRAFT_v1g244805_Nvec_156374428 WGLHYDDH-K 156374428 eukaryota>metazoa>cnidaria
Exx_NCLIV_009140_Ncan_325114888 YD--EDAN-Q 325114888 eukaryota>alveolata>apicomplexa
xxN_DR_A0057_Drad_15807725 LA-QEDDQ-R 15807725 bacteria>deinococci
xxN_SCAB_65511_Ssca_290960911 WT-KADVA-R 290960911 bacteria>actinobacteria
xxN_FraEuI1c_2209_Fsp._312196057 L---SDER-E 312196057 bacteria>actinobacteria
xxN_FRAAL1745_Faln_111221190 WT-TVDAA-E 111221190 bacteria>actinobacteria
xxN_Franean1_6399_Fsp._158318135 SA-GPDSA-R 158318135 bacteria>actinobacteria
xxD_Deima_3080_Dmar_320335663 TD-TGDTG-T 320335663 bacteria>deinococci
xxD_GOALK_097_01520_Galk_343927730 SA-VPNSD-T 343927730 bacteria>actinobacteria
xxD_SAV_3065_Save_29829607 IT-TTDGE-R 29829607 bacteria>actinobacteria
xxD_nfa43780_Nfar_54026349 GG-PPDGD-T 54026349 bacteria>actinobacteria
xxD_Francci3_2904_Fsp._86741591 INASEDLQDR 86741591 bacteria>actinobacteria
xx2_Francci3_3818_Fsp._86742497 SS-PPD-S-V 86742497 bacteria>actinobacteria
xx2_SAV_6275_Save_29832817 AG-DPVQH-V 29832817 bacteria>actinobacteria
xx2_Deima_3124_Dmar_320335707 VANAEDLQDR 320335707 bacteria>deinococci
xx2_GOALK_033_00140_Galk_343925023 LA-PADSA-R 343925023 bacteria>actinobacteria
xx2_OSCI_780005_Osp._300864251 WETKEDPANR 300864251 bacteria>cyanobacteria
xx2_YPD8_0263_Ypes_262364396 ---NSDQT-Q 262364396 bacteria>proteobacteria>gammaproteoba
xx2_SAV_6353_Save_29832895 AP-PRDGD-R 29832895 bacteria>actinobacteria
xx2_Zymop_1034_Zmob_338708019 HR--NDHT-S 338708019 bacteria>proteobacteria>alphaproteoba
xx2_terA_Save_29827968 RR-TDDTD-R 29827968 bacteria>actinobacteria
xx2_HUSEC41_25502_Ecol_340731300 ---YQDES-D 340731300 bacteria>proteobacteria>gammaproteoba
xxx_nfa20180_Nfar_54023986 WS-QEDAA-R 54023986 bacteria>actinobacteria
xxx_SAV_2460_Save_29829002 WDGDDVDE-R 29829002 bacteria>actinobacteria
xxx_nfa46990_Nfar_54026672 WDDNDNDEDR 54026672 bacteria>actinobacteria
xxx_Celgi_2980_Cgil_336322072 GS-PDDGA-V 336322072 bacteria>proteobacteria>gammaproteoba
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xxx_Sterm_1600_Ster_269120213 WDHNDDSE-R 269120213 bacteria>fusobacteria
xxx_Caul_2282_Csp._167646244 WELSDDSEHT 167646244 bacteria>proteobacteria>alphaproteoba
xxx_Celgi_0164_Cgil_336319292 WDSHDDRE-R 336319292 bacteria>proteobacteria>gammaproteoba
xxx_Nwat_2528_Nwat_300115064 WR-SDDET-I 300115064 bacteria>proteobacteria>gammaproteoba
xxx_Gbro_4448_Gbro_262204266 IERRIDDD-W 262204266 bacteria>actinobacteria
xxx_Celf_0417_Cfim_332668939 GA-PDDGA-V 332668939 bacteria>actinobacteria
xxx__Paer_265509430 HS-SDNPH-R 265509430 bacteria>proteobacteria>gammaproteoba
xxx_PACL_0399_Paer_187940054 HS-SDNPH-R 187940054 bacteria>proteobacteria>gammaproteoba
xxx_Francci3_3457_Fsp._86742140 G---PDG--T 86742140 bacteria>actinobacteria
xxx_PA39016_001140029_Paer_313107827 HS-SDNPH-R 313107827 bacteria>proteobacteria>gammaproteoba
xxx_FrEUN1fDRAFT_7551_Fsp._288923759 SS-PPD-S-V 288923759 bacteria>actinobacteria
xxV_OSCI_2680014_Osp._300866150 WKEDDDDADR 300866150 bacteria>cyanobacteria
xxV_187940058_2_1879_187940058_2 MN-DVRDW-L 187940058 bacteria>proteobacteria>gammaproteoba
opV_28868166_2_2886_28868166_2 LV--VDDD-L 28868166 bacteria>proteobacteria>gammaproteoba
opV_PSPTO_0946_Psyr_28868166 IK-GVDAG-S 28868166 bacteria>proteobacteria>gammaproteoba
xxV_nfa15940_Nfar_54023562 TE-PADGA-T 54023562 bacteria>actinobacteria
xxV_B14911_13817_Bsp._89096722 VQ-SEDKG-T 89096722 bacteria>firmicutes
opV_ANACOL_03044_Acol_167771672 HK-SEDSE-R 167771672 bacteria>firmicutes
xxV_PACL_0403_Paer_187940058 IN-GTDAA-T 187940058 bacteria>proteobacteria>gammaproteoba
xxV_FraEuI1c_1940_Fsp._312195799 WR-ASDSE-- 312195799 bacteria>actinobacteria
xxV_Deima_0413_Dmar_320333027 GA---DGD-E 320333027 bacteria>deinococci
xxV_Pnap_4644_Pnap_121583372 SI--SDNA-R 121583372 bacteria>proteobacteria>betaproteobac
opV_ROP_21670_Ropa_226361581 GA-AEDVD-V 226361581 bacteria>actinobacteria
opV_terF_Ecol_157412087 YP-QEDVS-Q 157412087 bacteria>proteobacteria>gammaproteoba
xxV_HUSEC41_27483_Ecol_340730800 YP-QEDVA-Q 340730800 bacteria>proteobacteria>gammaproteoba
xxV_Deima_2167_Dmar_320334761 FD-RGDDA-T 320334761 bacteria>deinococci
xxV_Deima_0576_Dmar_320333189 FD-GGDTG-T 320333189 bacteria>deinococci
xx3_GOALK_061_00010_Galk_343926515 WA-EEDDQ-T 343926515 bacteria>actinobacteria
op3_Gbro_4769_Gbro_262204572 WS-EEDDQ-S 262204572 bacteria>actinobacteria
xx3_FrEUN1fDRAFT_5198_Fsp._288921215 WA-EEDDQ-A 288921215 bacteria>actinobacteria
xx3_Celgi_0511_Cgil_336319633 WR-EDDDQ-N 336319633 bacteria>proteobacteria>gammaproteoba
xxx_83646804_2_8364_83646804_2 ADPDDELEDS 83646804 bacteria>proteobacteria>gammaproteoba
xxx_FSAG_00948_Fsp._340753295 WKAEDDDY-V 340753295 bacteria>fusobacteria

w1+1 gold
xxx_CBC_A1886_Cbot_168187497 WDYDDDDE-R 168187497 bacteria>firmicutes
EC2_THAPSDRAFT_24376_Tpse_224013622 WDVDDDDEDH 224013622 eukaryota>stramenopiles
xx2_29832895_2_2983_29832895_2 WEGDDDDEDR 29832895 bacteria>actinobacteria
xxV_MicvaDRAFT_1943_Mvag_334117732 WEQDDDDEDR 334117732 bacteria>cyanobacteria
op2_15807661_2_1580_15807661_2 WESDDDDEDR 15807661 bacteria>deinococci
Exx_Pmar_PMAR008035_Pmar_294889023 WDSDDDDED- 294889023 eukaryota>alveolata
Exx_SMAC_10299_Smac_336242404 WDSDDDDEDR 336242404 eukaryota>fungi>ascomycota
xxx_Tery_0707_Tery_113474553 WDSDDDDEDR 113474553 bacteria>cyanobacteria
xxx_CA_C1414_Cace_15894693 WDNDDDDEDR 15894693 bacteria>firmicutes
EC2_THAPSDRAFT_24376_Tpse__224013622_2 WDLKDDDEDR 224013622 eukaryota>stramenopiles
xxx_Tery_5063_Tery_113478379 WDKDDDDEDR 113478379 bacteria>cyanobacteria
opx_SUS17_2676_Ssp._332187545 WDSDDDDEDR 332187545 bacteria>proteobacteria>alphaproteoba
xxx_Mmc1_1680_Masp_117924978 WESEDDDE-G 117924978 bacteria>proteobacteria
EC2_323455192_2_3234_323455192_2 WDGDDDDEDH 323455192 eukaryota>stramenopiles
opx_Gbro_4765_Gbro_262204568 WDADDDDEDR 262204568 bacteria>actinobacteria
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xxx_terD2_Save_29830490 WDADDDDEDR 29830490 bacteria>actinobacteria
xxx_Francci3_1508_Fsp._86740213 WDADDDDEDR 86740213 bacteria>actinobacteria
xxx_yceC_Bsub_16077358 WDADDDDEDR 16077358 bacteria>firmicutes

1+1 red
opx_CTC02228_Ctet_28211829 WEDDEDDEYR 28211829 bacteria>firmicutes
Exx_RCOM_1815940_Rcom_255597272 WDDDDDDEDR 255597272 eukaryota>viridiplantae
Exx_CRE_17717_Crem_308447494 WDDDDDDEDR 308447494 eukaryota>metazoa>nematoda
Exx_TCSYLVIO_4202_Tcru_322823945_2 WDEDDDDEQV 322823945 eukaryota>euglenozoa>kinetoplastida
Exx_MONBRDRAFT_24049_Mbre_167520131 WDEDDDDEDR 167520131 eukaryota>choanoflagellida
Exx_PTSG_02177_Ssp._326435889 WDEDDDDEDR 326435889 eukaryota>choanoflagellida
Exx_capB_Ddis_166240554 WDDDDDDEDR 166240554 eukaryota>amoebozoa>mycetozoa>dictyos
Exx_capA-1_Ddis_66823377 WDEDDDDEDR 66823377 eukaryota>amoebozoa>mycetozoa>dictyos
Exx_capA-2_Ddis_66822031 WDEDDDDEDR 66822031 eukaryota>amoebozoa>mycetozoa>dictyos
Exx_capB_Ddis_66817574 WDDDDDDEDR 66817574 eukaryota>amoebozoa>mycetozoa>dictyos
Ex2_TTHERM_00274570_Tthe_118365553 WDEDDDDEDR 118365553 eukaryota>alveolata>ciliophora
Ex2_TTHERM_00274560_Tthe_118365551 WDEDDDDEDR 118365551 eukaryota>alveolata>ciliophora
EC2_TTHERM_00274530_Tthe_118365545 WDDDEDDEER 118365545 eukaryota>alveolata>ciliophora
Exx_TTHERM_00274540_Tthe_118365547 WDEDDDDEDR 118365547 eukaryota>alveolata>ciliophora
Ex2_TTHERM_00274510_Tthe_118365541 WDDDDDDEDR 118365541 eukaryota>alveolata>ciliophora
Ex2_TTHERM_00274550_Tthe_118365549 WDEDDDDEDR 118365549 eukaryota>alveolata>ciliophora
opx_PA39016_001160004_Paer_313107854 WDDDDDDEDR 313107854 bacteria>proteobacteria>gammaproteoba
opx_PA39016_001160009_Paer_313107859 WDDDDDDEDR 313107859 bacteria>proteobacteria>gammaproteoba
opx_terE_Ecol_157412086 WDDDDDDEDR 157412086 bacteria>proteobacteria>gammaproteoba
opx_terD_Ecol_157412085 WDDDDDDEDR 157412085 bacteria>proteobacteria>gammaproteoba
opx_terZ_Ecol_157412081 WDDDDDDEDR 157412081 bacteria>proteobacteria>gammaproteoba
opx_PA39016_001160005_Paer_313107855 WDDDDDDEDR 313107855 bacteria>proteobacteria>gammaproteoba
xxx_HUSEC41_25517_Ecol_340731303 WDDDDDDEDR 340731303 bacteria>proteobacteria>gammaproteoba
xxx_PACL_0411_Paer_187940066 WDDDDDDEDR 187940066 bacteria>proteobacteria>gammaproteoba
xxx_CAMRE0001_1393_Crec_223039162 WDEDDDDEDR 223039162 bacteria>proteobacteria>epsilonproteo
opx_Bcep18194_B0269_Burk_78061121 WDDDDDDEDR 78061121 bacteria>proteobacteria>betaproteobac
xxx_Bcep18194_A5504_Burk_78066973 WDDDDDDEDQ 78066973 bacteria>proteobacteria>betaproteobac
opx_Bcep18194_B0270_Burk_78061122 WDDDDDDEDR 78061122 bacteria>proteobacteria>betaproteobac
opx_Bcep18194_B0274_Burk_78061126 WDDDDDDEDR 78061126 bacteria>proteobacteria>betaproteobac
opx_SUS17_2677_Ssp._332187481 WDDDDDDEDR 332187481 bacteria>proteobacteria>alphaproteoba
opx_SUS17_2680_Ssp._332187510 WDDDDDDEDR 332187510 bacteria>proteobacteria>alphaproteoba
xxx_cdrC_Cace_15894691 WDEDDDDEDR 15894691 bacteria>firmicutes
opx_BB14905_06183_Bsp._126649503 WDEDDDDEDR 126649503 bacteria>firmicutes
xxx_yceE_Bsub_16077360 WDDDDDDEDR 16077360 bacteria>firmicutes
opx_BB14905_06188_Bsp._126649504 WDDDDDDEDR 126649504 bacteria>firmicutes
opx_CTC02233_Ctet_28211834 WDDDDDDEDR 28211834 bacteria>firmicutes
opx_terD_Ctet_28211835 WDDDDDDEDR 28211835 bacteria>firmicutes
opx_terD3_Ssan_325695986 WDDDDDDEDR 325695986 bacteria>firmicutes
opx_BB14905_06178_Bsp._126649502 WDDDDDDEDR 126649502 bacteria>firmicutes
opx_terE_Ctet_28211833 WDDDDDDEDR 28211833 bacteria>firmicutes
opx_terD2_Ssan_325695985 WDDDDDDEDR 325695985 bacteria>firmicutes
xxx_yceD_Bsub_16077359 WDEDDDDEDR 16077359 bacteria>firmicutes
opx_DR_2225_Drad_15807217 WDEDDDDEDR 15807217 bacteria>deinococci
xxx_Deima_2164_Dmar_320334758 WDEDDDDEDR 320334758 bacteria>deinococci
xxx_Deima_2168_Dmar_320334762 WDEDDDDEDR 320334762 bacteria>deinococci
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opx_DR_2221_Drad_15807213 WDEDDDDEDR 15807213 bacteria>deinococci
xxx_Deima_0414_Dmar_320333028 WDDDDDDEDR 320333028 bacteria>deinococci
opx_DR_2224_Drad_15807216 WDDDDDDEDR 15807216 bacteria>deinococci
xxx_Deima_2166_Dmar_320334760 WDDDDDDEDR 320334760 bacteria>deinococci
xx2_CRD_00607_Rbro_282896643 WDDDDDDEDR 282896643 bacteria>cyanobacteria
xxx_capA_Ssp_16329655 WDEDDDDD-T 16329655 bacteria>cyanobacteria
xxx_Tery_5062_Tery_113478378 WDEDDDDEDR 113478378 bacteria>cyanobacteria
xx2_CRD_00607_Rbro_282896643_2 WDEDDDDEDR 282896643 bacteria>cyanobacteria
xxx_Tery_5053_Tery_113478372 WDEDDDDEDR 113478372 bacteria>cyanobacteria
opx_VspiD_010100023830_Vspi_171914263 WDDDDDDEDR 171914263 bacteria>chlamydiae/verrucomicrobia
opx_VspiD_010100023835_Vspi_171914264 WDDDDDDEDR 171914264 bacteria>chlamydiae/verrucomicrobia
opx_VspiD_010100023765_Vspi_171914250 WDDDDDDEDR 171914250 bacteria>chlamydiae/verrucomicrobia
xxx_HMPREF9011_01398_Bact_319641098 WDDDDDDEGR 319641098 bacteria>bacteroidetes/chlorobi
xxx_nfa48660_Nfar_54026840 WDEDDDDEDR 54026840 bacteria>actinobacteria
xxx_terD1_Save_29827437 WDEDDDDEDR 29827437 bacteria>actinobacteria
opx_Francci3_3677_Fsp._86742358 WDEDDDDEDR 86742358 bacteria>actinobacteria
opx_Gbro_4751_Gbro_262204554 WDEDDDDEDR 262204554 bacteria>actinobacteria
opx_terD3_Save_29832346 WDEDDDDEDR 29832346 bacteria>actinobacteria
xxx_terD5_Save_29833929 WDEDDDDEDR 29833929 bacteria>actinobacteria
xx2_86742497_2_8674_86742497_2 WDEDDDDEDR 86742497 bacteria>actinobacteria
opx_terD4_Save_29832347 WDEDDDDEDR 29832347 bacteria>actinobacteria
xx2_343925023_2_3439_343925023_2 WDEDDDDEDR 343925023 bacteria>actinobacteria
xxx_SSHG_04978_Salb_291454685 WDDDDDDEDK 291454685 bacteria>actinobacteria
opx_nfa55680_Nfar_54027542 WDEDDDDEDR 54027542 bacteria>actinobacteria
opx_nfa55600_Nfar_54027534 WDEDDDDEDR 54027534 bacteria>actinobacteria
xxx_Francci3_0263_Fsp._86738980 WDEDDDDEDR 86738980 bacteria>actinobacteria

none+1 blue
xxx_HCH_04103_Hche_83646804 WVECDDDEDR 83646804 bacteria>proteobacteria>gammaproteoba
xxx_Psta_4428_Psta_283782179 WKACDDDE-R 283782179 bacteria>planctomycetes
xxx_Hoch_6746_Hoch_262199894 WCESDDDEAG 262199894 bacteria>proteobacteria>deltaproteoba
xxx_VspiD_010100012440_Vspi_171911986 WKAADDDE-R 171911986 bacteria>chlamydiae/verrucomicrobia
Exx_DEHA2E02530g_Dhan_294657124 WIDSDDDEAR 294657124 eukaryota>fungi>ascomycota
Rin__Scoe_21219375 WTLTDDDEAG 21219375 bacteria>actinobacteria
xxx_BCAH1134_3260_Bcer_206968695 WKASDDDE-G 206968695 bacteria>firmicutes
xxx_Cyan7425_3057_Csp._220908441 WHAADDDE-R 220908441 bacteria>cyanobacteria
xxx_HMPREF0106_02250_Bact_298481803 KGKADDDETK 298481803 bacteria>bacteroidetes/chlorobi
Exx_MONBRDRAFT_24049_Mbre_167520131_2 WKVDDDDEVS 167520131 eukaryota>choanoflagellida
EC2_AURANDRAFT_71024_Aano_323455192 WTADDDDEEG 323455192 eukaryota>stramenopiles
op2_332187476_2_3321_332187476_2 WSVGDDDEQT 332187476 bacteria>proteobacteria>alphaproteoba
xx2_338708019_2_3387_338708019_2 WSVGDDDEST 338708019 bacteria>proteobacteria>alphaproteoba
Ex2_TTHERM_00274570_Tthe_118365553_2 WSKNDDDEQE 118365553 eukaryota>alveolata>ciliophora
Ex2_TTHERM_00274550_Tthe_118365549_2 WSKKDDDEQE 118365549 eukaryota>alveolata>ciliophora
Ex2_118365551_2_1183_118365551_2 WSKKDDDEQE 118365551 eukaryota>alveolata>ciliophora
Ex2_TTHERM_00274510_Tthe__118365541_2 WSENDDDEQE 118365541 eukaryota>alveolata>ciliophora
Exx_LmjF31.2590_Lmaj_157873474 WSAEDDDEDS 157873474 eukaryota>euglenozoa>kinetoplastida
Exx_118365547_2_1183_118365547_2 WRNNDDDE-E 118365547 eukaryota>alveolata>ciliophora
opx_SAV_5806_Save_29832349 WRGGDDDE-T 29832349 bacteria>actinobacteria
xx2_29827968_2_2982_29827968_2 WQVGDDDEST 29827968 bacteria>actinobacteria
xxx_SAV_6274_Save_29832816 WQQDDDDEGR 29832816 bacteria>actinobacteria
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xxx_Franean1_1849_Fsp._158313685 WQGDDDDEDR 158313685 bacteria>actinobacteria
xxx_Francci3_3065_Fsp._86741751 WQGDDDDEDR 86741751 bacteria>actinobacteria
opx_78061125_2_7806_78061125_2 WNVGDDDEDT 78061125 bacteria>proteobacteria>betaproteobac
opx_PA39016_001160008_Paer_313107858 WNVGDDDEGT 313107858 bacteria>proteobacteria>gammaproteoba
Exx_TCSYLVIO_4202_Tcru_322823945 WNTEDDDEDS 322823945 eukaryota>euglenozoa>kinetoplastida
xxx_CA_C1413_Cace_15894692 WNSGDDDEDT 15894692 bacteria>firmicutes
opx_330954336_2_3309_330954336_2 WNIGDDDEDT 330954336 bacteria>proteobacteria>gammaproteoba
xxx_Pgy4_16854_Psyr_330880413 WNIGDDDEDT 330880413 bacteria>proteobacteria>gammaproteoba
opx_Francci3_3675_Fsp._86742356 WNAGDDDEGT 86742356 bacteria>actinobacteria
EC2_NAEGRDRAFT_78591_Ngru_290996652 WKLNDDDESN 290996652 eukaryota>heterolobosea
opx_VspiD_010100023770_Vspi_171914251 WKDDDDDEDR 171914251 bacteria>chlamydiae/verrucomicrobia
xx2_262364396_2_2623_262364396_2 WHVGDDDEDT 262364396 bacteria>proteobacteria>gammaproteoba
op2_157412082_2_1574_157412082_2 WHVGDDDEDT 157412082 bacteria>proteobacteria>gammaproteoba
xx2_340731300_2_3407_340731300_2 WHVGDDDEDT 340731300 bacteria>proteobacteria>gammaproteoba
xx2_terA_PpMJ_1088255_2 WHAGDDDEDT 1088255
xx2_terA_Asp._135593_2 WHAGDDDEDT 135593 bacteria>proteobacteria>betaproteobac
xxx_CAMSH0001_1151_Csho_255323266 WGGNDDDEDR 255323266 bacteria>proteobacteria>epsilonproteo
xxx_HMPREF9011_01396_Bact_319641095 WGGNDDDEDR 319641095 bacteria>bacteroidetes/chlorobi
xxx_CAMRE0001_1395_Crec_223039246 WGGNDDDEDR 223039246 bacteria>proteobacteria>epsilonproteo
xxx_HMPREF9011_01397_Bact_319641097 WDSGDDDESK 319641097 bacteria>bacteroidetes/chlorobi
xx2_320335707_2_3203_320335707_2 WDSGDDDEDQ 320335707 bacteria>deinococci
opx_15807215_2_1580_15807215_2 WEAGDDDENT 15807215 bacteria>deinococci
Exx_Esi_0379_0016_Esil_298711809 LEK-DDDEWR 298711809 eukaryota>stramenopiles
Exx_LmjF31.2590_Lmaj_157873474_2 LSEDDDDEQV 157873474 eukaryota>euglenozoa>kinetoplastida
EC2_TVAG_123520_Tvag_123438910 FGDADDDEDR 123438910 eukaryota>parabasalia
opx_Gbro_4753_Gbro_262204556 WTVGDDDEGT 262204556 bacteria>actinobacteria
Exx_Esi_0110_0074_Esil_298705203 WCDRDDDEAF 298705203 eukaryota>stramenopiles
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